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Abstract

Nowadays, fossil fuels are used as a primary source of energy in many countries, including Thailand, which occurs
of negative impact on the environment. Therefore, biodiesel is considered one of the alternatives for solving the problem.
But biodiesel is derived from plants and can be used for food products as result vegetable oils have a rising price. Marine
fungi are an alternative feedstock that is applied to produce biodiesel due to synthesized and stored fatty acids in the
form of triglycerides, which are similar to vegetable oils. However, marine fungi do not have the potential to accumulate
fatty acids in every species. The aim of this research was select marine fungi with the potential to accumulate lipids
isolated from marine organisms in the coral reef. Marine organism samples were taken by SCUBA diving, separated marine
fungi in the laboratory using the tissue transplanting method, and identified species of marine fungi by morphological
characteristics. Screened lipid accumulation was a qualitative selection method using Sudan Black B dye, detect lipid

within cells to show blue or grayish-colored, and a quantitative selection method by extracted lipids from marine fungi
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using chloroform:methanol in 2:1 v/v ration. The result was 48 strains of marine fungi isolated from 14 samples of marine
organisms, divided into 10 sponges and 4 algae. Found marine fungi from sponge Haliclona sp., the highest 9 genera, and
classified by morphological characteristics into 8 genera, namely Alternaria sp., Aspergillus flavus, Aspergillus fumigatus,
Aspergillus spp., Penicillium spp., Syncephalastrum racemosum, Trichoderma spp., and Sterile mycelium found that
Aspergillus spp. was the dominant genera of marine fungi. The qualitative selection method found that 34 strains of
marine fungi detected lipid within cells. The quantitative selection method, Aspergillus sp.5-5 isolated from Haliclona sp.,
give the percent of the highest total lipid per dry biomass of marine fungi at 20.90 + 1.71 percent, indicating that
oleaginous fungi that have potential for further development to produce biodiesel that can be an alternative resource
and use in the future.
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